The genetic gain pattern indicates additive gene effects
control alfalfa stem fiber digestibility
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environments. (A) H x H, intermating of plants with high 16-h IVDFD and high
96-h IVNDFD. (B) L x L, intermating of plants with low 16-h IVDFD and low 96-h IVNDFD.
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Fig 1. Digestibility raw data at three maturity stages (early bud, EB, late flowering, LF

and green pod, GP), spatial adjustment, and their BLUPs High digestibility plants in the field

Sampling for digestibility

Contact: Postdoc position available for alfalfa breeding, please scan it mm)

The postdoc will focus on Crop Genetics and Genomics with genome wide markers for
winterkill and persistence tolerance in alfalfa. We are using cutting-edge phenomics
and genomic approaches to screen for stress resilience and linking these traits to the
genes/alleles. Skills in R or Python programming are highly desired. If interested, please
email zhanyou.xu@usda.gov or call 515-708-2858. Please notice, no citizenship or
green card is required for this position.
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